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Primary accession number 
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SPB7_HUMAN 
075635 

None 

Release 41, February 2003 
Release 4 1, February 2003 
Release 4 1, February 2003 



Megsin 
TP55 
Serpin B7 

Gene name SERPINB7 

From Homo sapiens (Human) [TaxID: 9606 ] 

Taxonomy Eukaryota ; Metazoa : Chordata ; Craniata ; Vertebrata ; Euteleostomi : 

Mammalia ; Eutheria ; Primates : Catarrhini ; Hominidae ; Homo . 

References 

[1] SEQUENCE FROM NUCLEIC ACID. 

MEDLINE=973261 16; PubMed=9182567; [ NCBI , ExPASy . EBL Israel . Japan ] 

Tsu jimoto M. , Tsuruoka N. r IshidaN. . Kurihara T. . IwasaF. , YamashiroK. . Rogi T. . Kodama S. : 

Katsuragi N. . Adachi M. . KatayamaT. . Nakao M. . Yamaichi K. . Hashino J. . HaruvamaM. . Miura 

JL, Nakanishi T. . Nakazato H. . Teramura M. . Mizoguchi H. . Yamaguchi N. ; 

"Purification, cDNA cloning, and characterization of a new serpin with megakaryocyte maturation 

activity."; 

J. Biol. Chem. 272:15373-1538009971 
[2] SEQUENCE FROM NUCLEIC ACID. 
TISSUE= Mesangial cells : 

MEDLINE=98376492; PubMed=97 10452; [ NCBI . ExPASv . EBI. Israel . Japan ] 
Miyata T., Nan gaku M. , Suzuki P. . Inagi R . Uragami K. . Sakai H. . OkuboK. . Kurokawa K. : 
"A mesangium-predominant gene, megsin, is a new serpin upregulated in IgA nephropathy "• 
J. Clin. Invest. 102:828-836fl998Y 

Comments 

• FUNCTION: Might function as an inhibitor of Lys-specific proteases. Might influence the 
maturation of megakaryocytes via its action as a serpin. 
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• SUBCELL ULAR LOCA TION Cytoplasmic (By similarity) . 

• TISSUE SPECIFICITY Predominantly expressed in mesangial cells. 

• SIMILARITY. Belongs to the serpin family. Ov-serpin subfamily. 
Copyright 

This SWISS-PROT entry is copyright. It is produced through a collaboration between the Swiss Institute of Bioinformatics 
and the EMBL outstation - the European Bioinformatics Institute. There are no restrictions on its use by non-profit 
institutions as long as its content is in no way modified and this statement is not removed. Usage by and for commercial 
entities requires a license agreement (See http : //www . isb- sib . ch/announce/ or send an email to license(5),isb-sib.ch ) 
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Sequence information 

Length: 380 Molecular weight: 42904 CRC64: 9A2CDB6C63CFF605 [This is a checksum on the 
AA Da sequence] 
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